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SEQUENCE LISTING 

<110> Avalon Pharmaceuticals 

<120> Prostate-Specific Proteins Expressed in Cancer and 
Methods of Use Thereof 

<130> 689290-233 

<140> 
<141> 

<150> 60/531,809 

<151> 2003-12-22 

<160> 5 

<170> Patentin version 3.3 

<210> 1 

<211> 1567 

<212> DNA 

<213> Homo sapiens 

<400> 1 

gcctcatccc tgggttgtgg tgtggacatt gtgggtgtct ccacaggagc cccagggcca 60 

cgaaagctgg ggtggcctct gccccttctg gggttccttt tcctgcacag ctgctttctg 120 

actccaccca cagctgggag caggtgccgg agccccggcc tgcatggccc tgtgaaggcc 180 

actctgggcg tttgggtggg cgtgagtgcc ttcctctgct cccagcatgt ggttttctcc 240 

gttggccgcc tcctggacct cctggtgcct gacatcccag agtctgtgga gatcaaagtg 300 

aagcgggagt actacctggc taagcaggca ctggctgaga atgaggttct ttttggaacg 360 

aacggaacaa aggatgagca gcccgagggc tcagagctca gctcccactg gacacccttc 420 

acggttccca aggccagcca gctgcagcag tgacgcctgg aaggacatct ggtggtcctt 480 

^99993Lgtgg cccctcctga gccctgcgag cagcgtcctt ttcctcttcc ctcaggcagc 540 

ggctgtgtga accgctggct gctgttgtgc ctcatctctg ggcacattgc ctgcttcccc 600 

ccagcgccgg cttctctcct cagagcgcct gtcactccat ccccggcagg gagggaccgt 660 

cagctcacaa ggccctcttt gtttcctgct cccagacata agcccaaggg gcccctgcac 720 

ccaagggacc ctgtccctcg gtggcctccc caggcccctg gacacgacag ttctcctcag 7 80 

gcaggtgggc tttgtggtcc tcgccgcccc tggccacatc gccctctcct cttacacctg 84 0 

gtgaccttcg aatgtttcag agcgcagggc cgttctccct cgtgtcctct ggacccaccc 900 

gccccttcct gccctgtttg cgcagggaca tcacccacat gccccagctc tcggaccctg 960 

cagctctgtg tcccaggcca cagcaaaggt ctgttgaacc cctccctcca ttcccagtta 1020 

tctgggtcct ctggattctt ctgtttcttg aatcaggctc tgctttcccc ctagccacta 1080 

caggcagcct ctgacagtgc cgctttactt gcattctgca gcaattacat gtgtcctttt 114 0 

gatccttgcc caacttccct ccctctccca gctcctggcc cctggcccag ggcccctctt 1200 

gctgttttta cctctgttcc ttggggccta gtacccagca agcacccaaa tgggggaggt 1260 

tttgggatga gaggaggaaa cgtgtatacc tgtaacatct ggtggctctt cccccagaag 1320 

tttgtgttca tacataattg ttttccacgc tggatcataa tgtgacgtgc agttctgccc 1380 

tgtgctgggg agccacatga agcttcccct ggctaacttg ctaccccgca gcaatcccag 14 40 

tgtggctgtc tgcttgctaa aaaatggatc tgtgctcatc tgtattgatg tccttggagt 1500 

tctacaagtg gaacttaagt gtcaaaaaga atatgtggtt tttaggggga tcctctagag 15 60 

tcgacct 15 67 

<210> 2 

<211> 4431 

<212> DNA 

<213> Homo sapiens 

<400> 2 

caaggtgagg gcatgcgaat ggctgccact gcctgggcgg ggctccaagg gccacccctc 60 
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cccaccctct gtcccgcagt gaggacggga ctctactgcc gagaccaggc tcacgctgag 120 

aggtgggcca tgacctccga gacctcttcc ggaagccact gtgccaggat gctgcggcga 180 

cgggcccagg aagaggacag caccgtcctg atcgatgtga gcccccctga ggcagagaag 2 40 

aggggctctt acgggagcac agcccacgcc tcggagccag gtggacagca agcggccgcc 300 

tgcagagctg ggagtcctgc caagccccgg atcgacttcg tcctcgtttg ggaggaggac 360 

ctgaagctag acaggcagca ggacagtgcc gcccgggaca gaacagacat gcacaggacc 420 

tggcgggaga cttttctgga taatcttcgt gcggctgggc tgtgtgtaga ccagcaggac 480 

gtccaggacg ggaacaccac agtgcactac gccctcctca gcgcctcctg ggctgtgctc 540 

tgctactacg ccgaagacct gcgcctgaag ctgcccttgc aggagttacc caaccaggcc 600 

tccaactggt cggccggcct gctggcatgg ctgggcatcc ccaacgtcct gctggaggtt 660 

gtgccagacg taccccccga gtactactcc tgccggttca gagtgaacaa gctgccacgc 720 

ttcctcggga gtgacaacca ggacaccttc ttcacaagca ccaagaggca ccaaattctg 780 

tttgagatcc tggccaagac cccgtatggc cacgagaaga aaaacctgct tgggatccac 8 40 

cagctgctgg cagagggtgt cctcagtgcc gccttccccc tgcatgacgg ccccttcaag 900 

acgcccccag agggcccgca ggctccacgc ctcaaccagc gccaagtcct tttccagcac 960 

tgggcgcgct ggggcaagtg gaacaagtac cagcccctgg accacgtgcg caggtacttc 1020 

ggggagaagg tggccctcta cttcgcctgg ctcgggtttt acacaggctg gctcctgcca 1080 

gcggcagtgg tgggcacact ggtgttcctg gtgggctgct tcctggtgtt ctcagacata 1140 

cccacgcagg aactgtgtgg cagcaaggac agcttcgaga tgtgcccact ttgcctcgac 1200 

tgccctttct ggctgctctc cagcgcctgt gccctggccc aggccggccg gctgttcgac 1260 

cacggcggca ccgtgttctt cagcttgttc atggcactgt gggccgtgct gctgctggag 1320 

tactggaagc ggaagagcgc cacgctggcc taccgctggg actgctctga ctacgaggac 1380 

actgaggaga ggcctcggcc ccagtttgcc gcctcagccc ccatgacagc cccgaacccc 1440 

atcacgggtg aggacgagcc ctacttccct gagaggagcc gcgcgcgccg catgctggcc 1500 

ggctctgtgg tgatcgtggt gatggtggcc gtggtggtca tgtgcctcgt gtctatcatc 1560 

ctgtaccgtg ccatcatggc catcgtggtg tccaggtcgg gcaacaccct tctcgcagcc 1620 

tgggcctctc gcatcgccag cctcacgggg tctgtagtga acctcgtctt catcctcatc 1680 

ctctccaaga tctatgtatc cctggcccac gtcctgacac gatgggaaat gcaccgcacc 1740 

cagaccaagt tcgaggacgc cttcaccctc aaggtgttca tcttccagtt cgtcaacttc 1800 

tactcctcac ccgtctacat tgccttcttc aagggcaggt ttgtgggata cccaggcaac 1860 

taccacacct tgtttggagt ccgcaatgag gagtgcgcgg ctggaggctg cctgatcgag 1920 

ctggcacagg agctcctggt catcatggtg ggcaagcagg tcatcaacaa catgcaggag 1980 

gtcctcatcc cgaagctaaa gggctggtgg cagaagttcc ggcttcgctc caagaagagg 2040 

aaggcgggag cttctgcagg ggctagccag gggccctggg aggacgacta tgagcttgtg 2100 

ccctgtgagg gtctgtttga cgagtacctg gaaatggtgc tgcagttcgg cttcgtcacc 2160 

atcttcgtgg ccgcctgtcc gctcgcgccg ctcttcgccc tgctcaacaa ctgggtggag 2220 

atccgcttgg acgcgcgcaa gttcgtctgc gagtaccggc gcccggtggc cgagcgcgcc 2280 

caggacatcg gcatctggtt ccacatcctg gcgggcctca cgcacctggc ggtcatcagc 234 0 

aacgccttcc tcctggcctt ctcgtccgac ttcctgccgc gcgcctacta ccggtggacc 2400 

cgcgcccacg acctgcgcgg cttcctcaac ttcacgctgg cgcgagcccc gtcctccttc 24 60 

gccgccgcgc acaaccgcac gtgcagtgta gcaggacgag tcgcagacag aactcctcag 2520 

acaccggatt aaagaaggaa gaggtttttt tattcggccg ggggcgtcgg cagactcgtg 2580 

tcttcagagc ggagctcgcc gaaaaagaaa ttcttagccc tttgaagggc ttacaactct 2640 

aagggtctac gtgaaagagt cataatagat caagtatcgg gctttccggg atgacgatgg 27 00 

acattattcc cagacctact ggaatcttct tgccatccgc ctggccttcg tcattgtgtt 27 60 

tgaggtagcc gaggcacctg ctggttctcc catccatggc atgaggcccc gaccctgtgc 2820 

tttgcctaat tcgagcacgt ggtgaggggt cggtgccgtc acttcctgct gtgtcatctt 2880 

ggtcaaatca gagctcttct ctgcacctgc gttttccctg cctggcctca tccctgggtt 2940 

gtggtgtgga cattgtgggt gtctccacag gagccccagg gccacgaaag ctggggtggc 3000 

ctctgcccct tctggggttc cttttcctgc acagctgctt tctgactcca cccacagctg 3060 

ggagcaggtg ccggagcccc ggcctgcctg gccctgtgaa ggccactctg ggcgtttggg 3120 

tgggcgtgag tgccttcctc tgctcccagc atgtggtttt ctccgttggc cgcctcctgg 3180 

acctcctggt gcctgacatc ccagagtctg tggagatcaa agtgaagcgg gagtactacc 3240 

tggctaagca ggcactggct gagaatgagg ttctttttgg aacgaacgga acaaaggatg 3300 

agcagcccga gggctcagag ctcagctccc actggacacc cttcacggtt cccaaggcca 3360 

gccagctgca gcagtgacgc ctggaaggac atctggtggt ccttagggga gtggcccctc 3420 

ctgagccctg cgagcagcgt ccttttcctc ttcccteagg cagcggctgt gtgaaccgct 34 80 

ggctgctgtt gtgcctcatc tctgggcaca ttgcctgctt ccccccagcg ccggcttctc 3540 

tcctcagagc gcctgtcact ccatccccgg cagggaggga ccgtcagctc acaaggccct 3600 

ctttgtttcc tgctcccaga cataagccca aggggcccct gcacccaagg gaccctgtcc 3660 

ctcggtggcc tccccaggcc cctggacacg acagttctcc tcaggcaggt gggctttgtg 3720 
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gtcctcgccg 
tcagagcgca 
tttgcgcagg 
gccacagcaa 
tcttctgttt 
gtgccgcttt 
ccctccctct 
ttccttgggg 
gaaacgtgta 
attgttttcc 
atgaagcttc 
ctaaaaaatg 



cccctggcca 
gggccgttct 
gacatcaccc 
aggtctgttg 
cttgaatcag 
acttgcattc 
cccagctcct 
cctagtaccc 
tacctgtaac 
acgctggatc 
ccctggctaa 
gatctgtgct 



catcgccctc 
ccctcgtgtc 
acatgcccca 
aacccctccc 
gctctgcttt 
tgcagcaatt 
ggcccctggc 
agcaagcacc 
atctggtggc 
ataatgtgac 
cttgctaccc 
catctgtaaa 



tcctcttaca 
ctctggaccc 
gctctcggac 
tccattccca 
ccccctagcc 
acatgtgtcc 
ccagggcccc 
caaatggggg 
tcttccccca 
gtgcagttct 
cgcagcaatc 
aaaaaaaaaa 



cctggtgacc 
acccgcccct 
cctgcagctc 
gttatctggg 
actacaggca 
ttttgatcct 
tcttgctgtt 
aggttttggg 
gaagtttgtg 
gccctgtgct 
ccagtgtggc 
aaaaaaaaaa 



ttcgaatgtt 
tcctgccctg 
tgtgtcccag 
tcctctggat 
gcctctgaca 
tgcccaactt 
tttacctttg 
atgagaggag 
ttcatacata 
ggggagccac 
cgtctgcttg 



3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4431 



<210> 3 

<211> 843 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Gin Gly Glu Gly Met Arg Met Ala Ala Thr Ala Trp Ala Gly Leu Gin 
15 10 15 



Gly Pro Pro Leu Pro Thr Leu Cys Pro Ala Val Arg Thr Gly Leu Tyr 
20 25 30 



Cys Arg Asp Gin Ala His Ala Glu Arg Trp Ala Met Thr Ser Glu Thr 
35 40 45 



Ser Ser Gly Ser His Cys Ala Arg Met Leu Arg Arg Arg Ala Gin Glu 
50 55 60 



Glu Asp Ser Thr Val Leu lie Asp Val Ser Pro Pro Glu Ala Glu Lys 
65 70 75 80 



Arg Gly Ser Tyr Gly Ser Thr Ala His Ala Ser Glu Pro Gly Gly Gin 
85 90 95 



Gin Ala Ala Ala Cys Arg Ala Gly Ser Pro Ala Lys Pro Arg He Asp 
100 105 110 



Phe Val Leu Val Trp Glu Glu Asp Leu Lys Leu Asp Arg Gin Gin Asp 
115 120 125 



Ser Ala Ala Arg Asp Arg Thr Asp Met His Arg Thr Trp Arg Glu Thr 
130 135 140 



Phe Leu Asp Asn Leu Arg Ala Ala Gly Leu Cys Val Asp Gin Gin Asp 
145 150 155 160 
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Val Gin Asp Gly Asn Thr Thr Val His Tyr Ala Leu Leu Ser Ala Ser 
165 170 175 



Trp Ala Val Leu Cys Tyr Tyr Ala Glu Asp Leu Arg Leu Lys Leu Pro 
180 185 190 



Leu Gin Glu Leu Pro Asn Gin Ala Ser Asn Trp Ser Ala Gly Leu Leu 
195 200 205 



Ala Trp Leu Gly He Pro Asn Val Leu Leu Glu Val Val Pro Asp Val 
210 215 220 



Pro Pro Glu Tyr Tyr Ser Cys Arg Phe Arg Val Asn Lys Leu Pro Arg 
225 230 235 240 



Phe Leu Gly Ser Asp Asn Gin Asp Thr Phe Phe Thr Ser Thr Lys Arg 
245 250 255 



His Gin He Leu Phe Glu He Leu Ala Lys Thr Pro Tyr Gly His Glu 
260 265 270 



Lys Lys Asn Leu Leu Gly He His Gin Leu Leu Ala Glu Gly Val Leu 

275 280 285 



Ser Ala Ala Phe Pro Leu His Asp Gly Pro Phe Lys Thr Pro Pro Glu 
290 295 300 



Gly Pro Gin Ala Pro Arg Leu Asn Gin Arg Gin Val Leu Phe Gin His 
305 310 315 320 



Trp Ala Arg Trp Gly Lys Trp Asn Lys Tyr Gin Pro Leu Asp His Val 
325 330 335 



Arg Arg Tyr Phe Gly Glu Lys Val Ala Leu Tyr Phe Ala Trp Leu Gly 
340 345 350 



Phe Tyr Thr Gly Trp Leu Leu Pro Ala Ala Val Val Gly Thr Leu Val 
355 360 365 



Phe Leu Val Gly Cys Phe Leu Val Phe Ser Asp He Pro Thr Gin Glu 
370 375 380 



Leu Cys Gly Ser Lys Asp Ser Phe Glu Met Cys Pro Leu Cys Leu Asp 
385 390 395 400 



Cys Pro Phe Trp Leu Leu Ser Ser Ala Cys Ala Leu Ala Gin Ala Gly 
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405 410 415 



Arg Leu Phe Asp His Gly Gly Thr Val Phe Phe Ser Leu Phe Met Ala 
420 425 430 



Leu Trp Ala Val Leu Leu Leu Glu Tyr Trp Lys Arg Lys Ser Ala Thr 
435 440 445 



Leu Ala Tyr Arg Trp Asp Cys Ser Asp Tyr Glu Asp Thr Glu Glu Arg 
450 455 460 



Pro Arg Pro Gin Phe Ala Ala Ser Ala Pro Met Thr Ala Pro Asn Pro 
465 470 475 480 



lie Thr Gly Glu Asp Glu Pro Tyr Phe Pro Glu Arg Ser Arg Ala Arg 
485 490 495 



Arg Met Leu Ala Gly Ser Val Val lie Val Val Met Val Ala Val Val 
500 505 510 



Val Met Cys Leu Val Ser He He Leu Tyr Arg Ala He Met Ala lie 
515 520 525 



Val Val Ser Arg Ser Gly Asn Thr Leu Leu Ala Ala Trp Ala Ser Arg 
530 535 540 



He Ala Ser Leu Thr Gly Ser Val Val Asn Leu Val Phe He Leu He 
545 550 555 560 



Leu Ser Lys He Tyr Val Ser Leu Ala His Val Leu Thr Arg Trp Glu 
565 570 575 



Met His Arg Thr Gin Thr Lys Phe Glu Asp Ala Phe Thr Leu Lys Val 
580 585 590 



Phe He Phe Gin Phe Val Asn Phe Tyr §er Ser Pro Val Tyr He Ala 
595 600 605 



Phe Phe Lys Gly Arg Phe Val Gly Tyr Pro Gly Asn Tyr His Thr Leu 
610 615 620 



Phe Gly Val Arg Asn Glu Glu Cys Ala Ala Gly Gly Cys Leu He Glu 
625 630 635 640 



Leu Ala Gin Glu Leu Leu Val He Met Val Gly Lys Gin Val He Asn 
645 650 655 
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Asn Met Gin Glu Val Leu He Pro Lys Leu Lys Gly Trp Trp Gin Lys 
660 665 670 



Phe Arg Leu Arg Ser Lys Lys Arg Lys Ala Gly Ala Ser Ala Gly Ala 
675 680 685 



Ser Gin Gly Pro Trp Glu Asp Asp Tyr Glu Leu Val Pro Cys Glu Gly 
690 695 700 



Leu Phe Asp Glu Tyr Leu Glu Met Val Leu Gin Phe Gly Phe Val Thr 
705 710 715 720 



He Phe Val Ala Ala Cys Pro Leu Ala Pro Leu Phe Ala Leu Leu Asn 
725 730 735 



Asn Trp Val Glu He Arg Leu Asp Ala Arg Lys Phe Val Cys Glu Tyr 
740 745 750 



Arg Arg Pro Val Ala Glu Arg Ala Gin Asp He Gly He Trp Phe His 
755 760 765 



He Leu Ala Gly Leu Thr His Leu Ala Val He Ser Asn Ala Phe Leu 
770 775 780 



Leu Ala Phe Ser Ser Asp Phe Leu Pro Arg Ala Tyr Tyr Arg Trp Thr 
785 790 795 800 



Arg Ala His Asp Leu Arg Gly Phe Leu Asn Phe Thr Leu Ala Arg Ala 
805 810 815 



Pro Ser Ser Phe Ala Ala Ala His Asn Arg Thr Cys Ser Val Ala Gly 
820 825 830 



Arg Val Ala Asp Arg Thr Pro Gin Thr Pro Asp 
835 840 



<210> 4 

<211> 4244 

<212> DNA 

<213> Homo sapiens 

<400> 4 

caaggtgagg gcatgcgaat ggctgccact gcctgggcgg ggctccaagg gccacccctc 60 

cccaccctct gtcccgcagt gaggacggga ctctactgcc gagaccaggc tcacgctgag 120 

aggtgggcca tgacctccga gacctcttcc ggaagccact gtgccaggat gctgcggcga 180 

cgggcccagg aagaggacag caccgtcctg atcgatgtga gcccccctga ggcagagaag 240 

aggggctctt acgggagcac agcccacgcc tcggagccag gtggacagca agcggccgcc 300 
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tgcagagctg ggagtcctgc caagccccgg atcgacttcg tcctcgtttg ggaggaggac 360 

ctgaagctag acaggcagca ggacagtgcc gcccgggaca gaacagacat gcacaggacc 420 

tggcgggaga cttttctgga taatcttcgt gcggctgggc tgtgtgtaga ccagcaggac 480 

gtccaggacg ggaacaccac agtgcactac gccctcctca gcgcctcctg ggctgtgctc 540 

tgctactacg ccgaagacct gcgcctgaag ctgcccttgc aggagttacc caaccaggcc 600 

tccaactggt cggccggcct gctggcatgg ctgggcatcc ccaacgtcct gctggaggtt 660 

gtgccagacg taccccccga gtactactcc tgccggttca gagtgaacaa gctgccacgc 720 

ttcctcggga gtgacaacca ggacaccttc ttcacaagca ccaagaggca ccaaattctg 780 

tttgagatcc tggccaagac cccgtatggc cacgagaaga aaaacctgct tgggatccac 840 

cagctgctgg cagagggtgt cctcagtgcc gccttccccc tgcatgacgg ccccttcaag 900 

acgcccccag agggcccgca ggctccacgc ctcaaccagc gccaagtcct tttccagcac 960 

tgggcgcgct ggggcaagtg gaacaagtac cagcccctgg accacgtgcg caggtacttc 1020 

ggggagaagg tggccctcta cttcgcctgg ctcgggtttt acacaggctg gctcctgcca 1080 

gcggcagtgg tgggcacact ggtgttcctg gtgggctgct tcctggtgtt ctcagacata 1140 

cccacgcagg aactgtgtgg cagcaaggac agcttcgaga tgtgcccact ttgcctcgac 1200 

tgccctttct ggctgctctc cagcgcctgt gccctggccc aggccggccg gctgttcgac 1260 

cacggcggca ccgtgttctt cagcttgttc atggcactgt gggccgtgct gctgctggag 1320 

tactggaagc ggaagagcgc cacgctggcc taccgctggg actgctctga ctacgaggac 1380 

actgaggaga ggcctcggcc ccagtttgcc gcctcagccc ccatgacagc cccgaacccc 1440 

atcacgggtg aggacgagcc ctacttccct gagaggagcc gcgcgcgccg catgctggcc 1500 

ggctctgtgg tgatcgtggt gatggtggcc gtggtggtca tgtgcctcgt gtctatcatc 15 60 

ctgtaccgtg ccatcatggc catcgtggtg tccaggtcgg gcaacaccct tctcgcagcc 1620 

tgggcctctc gcatcgccag cctcacgggg tctgtagtga acctcgtctt catcctcatc 1680 

ctctccaaga tctatgtatc cctggcccac gtcctgacac gatgggaaat gcaccgcacc 1740 

cagaccaagt tcgaggacgc cttcaccctc aaggtgttca tcttccagtt cgtcaacttc 1800 

tactcctcac ccgtctacat tgccttcttc aagggcaggt ttgtgggata cccaggcaac 18 60 

taccacacct tgtttggagt ccgcaatgag gagtgcgcgg ctggaggctg cctgatcgag 1920 

ctggcacagg agctcctggt catcatggtg ggcaagcagg tcatcaacaa catgcaggag 1980 

gtcctcatcc cgaagctaaa gggctggtgg cagaagttcc ggcttcgctc caagaagagg 2040 

aaggcgggag cttctgcagg ggctagccag gggccctggg aggacgacta tgagcttgtg 2100 

ccctgtgagg gtctgtttga cgagtacctg gaaatggtgc tgcagttcgg cttcgtcacc 2160 

atcttcgtgg ccgcctgtcc gctcgcgccg ctcttcgccc tgctcaacaa ctgggtggag 2220 

atccgcttgg acgcgcgcaa gttcgtctgc gagtaccggc gcccggtggc cgagcgcgcc 2280 

caggacatcg gcatctggtt ccacatcctg gcgggcctca cgcacctggc ggtcatcagc 2340 

aacgccttcc tcctggcctt ctcgtccgac ttcctgccgc gcgcctacta ccggtggacc 2400 

cgcigcccacg acctgcgcgg cttcctcaac ttcacgctgg cgcgagcccc gtcctccttc 24 60 

gccgccgcgc acaaccgcac gtgcaggtat cgggctttcc gggatgacga tggacattat 2520 

tcccagacct actggaatct tcttgccatc cgcctggcct tcgtcattgt gtttgaggta 2580 

gccgaggcac ctgctggttc tcccatccat ggcatgaggc cccgaccctg tgctttgcct 2 640 

aattcgagca cgtggtgagg ggtcggtgcc gtcacttcct gctgtgtcat cttggtcaaa 2700 

tcagagctct tctctgcacc tgcgttttcc ctgcctggcc tcatccctgg gttgtggtgt 27 60 

ggacattgtg ggtgtctcca caggagcccc agggccacga aagctggggt ggcctctgcc 2820 

ccttctgggg ttccttttcc tgcacagctg ctttctgact ccacccacag ctgggagcag 28 80 

gtgccggagc cccggcctgc ctggccctgt gaaggccact ctgggcgttt gggtgggcgt 2940 

gagtgccttc ctctgctccc agcatgtggt tttctccgtt ggccgcctcc tggacctcct 3000 

ggtgcctgac atcccagagt ctgtggagat caaagtgaag cgggagtact acctggctaa 3060 

gcaggcactg gctgagaatg aggttctttt tggaacgaac ggaacaaagg atgagcagcc 3120 

cgagggctca gagctcagct cccactggac acccttcacg gttcccaagg ccagccagct 3180 

gcagcagtga cgcctggaag gacatctggt ggtccttagg ggagtggccc ctcctgagcc 3240 

ctgcgagcag cgtccttttc ctcttccctc aggcagcggc tgtgtgaacc gctggctgct 3300 

gttgtgcctc atctctgggc acattgcctg cttcccccca gcgccggctt ctctcctcag 3360 

agcgcctgtc actccatccc cggcagggag ggaccgtcag ctcacaaggc cctctttgtt 3420 

tcctgctccc agacataagc ccaaggggcc cctgcaccca agggaccctg tccctcggtg 3480 

gcctccccag gcccctggac acgacagttc tcctcaggca ggtgggcttt gtggtcctcg 3540 

ccgcccctgg ccacatcgcc ctctcctctt acacctggtg accttcgaat gtttcagagc 3600 

gcagggccgt tctccctcgt gtcctctgga cccacccgcc ccttcctgcc ctgtttgcgc 3660 

agggacatca cccacatgcc ccagctctcg gaccctgcag ctctgtgtcc caggccacag 3720 

caaaggtctg ttgaacccct ccctccattc ccagttatct gggtcctctg gattcttctg 3780 

tttcttgaat caggctctgc tttcccccta gccactacag gcagcctctg acagtgccgc 3840 

tttacttgca ttctgcagca attacatgtg tccttttgat ccttgcccaa cttccctccc 3900 

tctcccagct cctggcccct ggcccagggc ccctcttgct gtttttacct ttgttccttg 3960 
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gggcctagta cccagcaagc acccaaatgg gggaggtttt gggatgagag gaggaaacgt 4 020 

gtatacctgt aacatctggt ggctcttccc ccagaagttt gtgttcatac ataattgttt 4080 

tccacgctgg atcataatgt gacgtgcagt tctgccctgt gctggggagc cacatgaagc 4140 

ttcccctggc taacttgcta ccccgcagca atcccagtgt ggccgtctgc ttgctaaaaa 4200 

atggatctgt gctcatctgt aaaaaaaaaa aaaaaaaaaa aaaa 424 4 

<210> 5 

<211> 885 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Gin Gly Glu Gly Met Arg Met Ala Ala Thr Ala Trp Ala Gly Leu Gin 
15 10 15 

Gly Pro Pro Leu Pro Thr Leu Cys Pro Ala Val Arg Thr Gly Leu Tyr 
20 25 30 

Cys Arg Asp Gin Ala His Ala Glu Arg Trp Ala Met Thr Ser Glu Thr 
35 40 45 

Ser Ser Gly Ser His Cys Ala Arg Met Leu Arg Arg Arg Ala Gin Glu 
50 55 60 

Glu Asp Ser Thr Val Leu lie Asp Val Ser Pro Pro Glu Ala Glu Lys 
65 70 75 80 

Arg Gly Ser Tyr Gly Ser Thr Ala His Ala Ser Glu Pro Gly Gly Gin 
85 90 95 

Gin Ala Ala Ala Cys Arg Ala Gly Ser Pro Ala Lys Pro Arg lie Asp 
100 105 110 

Phe Val Leu Val Trp Glu Glu Asp Leu Lys Leu Asp Arg Gin Gin Asp 
115 120 125 

Ser Ala Ala Arg Asp Arg Thr Asp Met His Arg Thr Trp Arg Glu Thr 
130 135 140 

Phe Leu Asp Asn Leu Arg Ala Ala Gly Leu Cys Val Asp Gin Gin Asp 
145 150 155 160 

Val Gin Asp Gly Asn Thr Thr Val His Tyr Ala Leu Leu Ser Ala Ser 
165 170 175 

Trp Ala Val Leu Cys Tyr Tyr Ala Glu Asp Leu Arg Leu Lys Leu Pro 
180 185 190 
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Leu Gin Glu Leu Pro Asn Gin Ala Ser Asn Trp Ser Ala Gly Leu Leu 
195 200 205 



Ala Trp Leu Gly lie Pro Asn Val Leu Leu Glu Val Val Pro Asp Val 
210 215 220 



Pro Pro Glu Tyr Tyr Ser Cys Arg Phe Arg Val Asn Lys Leu Pro Arg 
225 230 235 240 



Phe Leu Gly Ser Asp Asn Gin Asp Thr Phe Phe Thr Ser Thr Lys Arg 
245 250 255 



His Gin lie Leu Phe Glu lie Leu Ala Lys Thr Pro Tyr Gly His Glu 
260 265 270 



Lys Lys Asn Leu Leu Gly lie His Gin Leu Leu Ala Glu Gly Val Leu 
275 280 285 



Ser Ala Ala Phe Pro Leu His Asp Gly Pro Phe Lys Thr Pro Pro Glu 
290 ^ 295 300 



Gly Pro Gin Ala Pro Arg Leu Asn Gin Arg Gin Val Leu Phe Gin His 
305 310 315 320 



Trp Ala Arg Trp Gly Lys Trp Asn Lys Tyr Gin Pro Leu Asp His Val 
325 330 335 



Arg Arg Tyr Phe Gly Glu Lys Val Ala Leu Tyr Phe Ala Trp Leu Gly 
340 345 350 



Phe Tyr Thr Gly Trp Leu Leu Pro Ala Ala Val Val Gly Thr Leu Val 
355 360 365 



Phe Leu Val Gly Cys Phe Leu Val Phe Ser Asp lie Pro Thr Gin Glu 
370 375 380 



Leu Cys Gly Ser Lys Asp Ser Phe Glu Met Cys Pro Leu Cys Leu Asp 
385 390 395 400 



Cys Pro Phe Trp Leu Leu Ser Ser Ala Cys Ala Leu Ala Gin Ala Gly 
405 410 415 



Arg Leu Phe Asp His Gly Gly Thr Val Phe Phe Ser Leu Phe Met Ala 
420 425 430 
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Leu Trp Ala Val Leu Leu Leu Glu Tyr Trp Lys Arg Lys Ser Ala Thr 
435 440 445 



Leu Ala Tyr Arg Trp Asp Cys Ser Asp Tyr Glu Asp Thr Glu Glu Arg 
450 455 460 



Pro Arg Pro Gin Phe Ala Ala Ser Ala Pro Met Thr Ala Pro Asn Pro 
465 470 475 480 



He Thr Gly Glu Asp Glu Pro Tyr Phe Pro Glu Arg Ser Arg Ala Arg 
485 490 495 



Arg Met Leu Ala Gly Ser Val Val He Val Val Met Val Ala Val Val 

500 505 510 



Val Met Cys Leu Val Ser He He Leu Tyr Arg Ala He Met Ala He 
515 520 525 



Val Val Ser Arg Ser Gly Asn Thr Leu Leu Ala Ala Trp Ala Ser Arg 
530 535 540 



He Ala Ser Leu Thr Gly Ser Val Val Asn Leu Val Phe He Leu He 
545 550 555 560 



Leu Ser Lys He Tyr Val Ser Leu Ala His Val Leu Thr Arg Trp Glu 
565 570 575 



Met His Arg Thr Gin Thr Lys Phe Glu Asp Ala Phe Thr Leu Lys Val 
580 585 590 



Phe He Phe Gin Phe Val Asn Phe Tyr Ser Ser Pro Val Tyr He Ala 
595 600 605 



Phe Phe Lys Gly Arg Phe Val Gly Tyr Pro Gly Asn Tyr His Thr Leu 
610 615 620 



Phe Gly Val Arg Asn Glu Glu Cys Ala Ala Gly Gly Cys Leu He Glu 
625 630 635 " 640 



Leu Ala Gin Glu Leu Leu Val He Met Val Gly Lys Gin Val He Asn 
645 650 655 



Asn Met Gin Glu Val Leu He Pro Lys Leu Lys Gly Trp Trp Gin Lys 
660 665 670 



Phe Arg Leu Arg Ser Lys Lys Arg Lys Ala Gly Ala Ser Ala Gly Ala 
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675 680 685 



Ser Gin Gly Pro Trp Glu Asp Asp Tyr Glu Leu Val Pro Cys Glu Gly 
690 695 700 



Leu Phe Asp Glu Tyr Leu Glu Met Val Leu Gin Phe Gly Phe Val Thr 
705 710 715 720 



lie Phe Val Ala Ala Cys Pro Leu Ala Pro Leu Phe Ala Leu Leu Asn 
725 730 735 



Asn Trp Val Glu lie Arg Leu Asp Ala Arg Lys Phe Val Cys Glu Tyr 
740 745 750 



Arg Arg Pro Val Ala Glu Arg Ala Gin Asp He Gly He Trp Phe His 
755 760 765 



He Leu Ala Gly Leu Thr His Leu Ala Val He Ser Asn Ala Phe Leu 
770 775 780 



Leu Ala Phe Ser Ser Asp Phe Leu Pro Arg Ala Tyr Tyr Arg Trp Thr 
785 790 795 800 



Arg Ala His Asp Leu Arg Gly Phe Leu Asn Phe Thr Leu Ala Arg Ala 
805 810 815 



Pro Ser Ser Phe Ala Ala Ala His Asn Arg Thr Cys Arg Tyr Arg Ala 
820 825 830 



Phe Arg Asp Asp Asp Gly His Tyr Ser Gin Thr Tyr Trp Asn Leu Leu 
835 840 845 



Ala He Arg Leu Ala Pfee Val He Val Phe Glu Val Ala Glu Ala Pro 
850 855 860 



Ala Gly Ser Pro He His Gly Met Arg Pro Arg Pro Cys Ala Leu Pro 
865 870 875 880 



Asn Ser Ser Thr Trp 
885 
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